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We have made CTD? data and methods publicly available
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Some links point to external existing data environments
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Some links provide bulk download of structured data
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Many web environments contain both data and tools
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CTD? Network Centers work with NCI on data sharing
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CTD? Network Centers work with NCI on data sharing
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CTD? Dashboard aims to present stories from the Network

Dashboard

Stories
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CTD? Dashboard aims to present stories from the Network
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CTD? Dashboard aims to present stories from the Network
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Dashboard maps data subjects to evidence types for display
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Dashboard maps data subjects to evidence types for display

tabular data templates capture relationships (per each experiment type)
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CTD? Dashboard aims to present stories from the Network
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CTD? Dashboard leverages capabilities of participating groups

Compound Names and Annotations

Names and
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database housing small-molecule names/synonyms and target annotations
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CTD? Dashboard leverages capabilities of participating groups
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CTD? Dashboard leverages capabilities of participating groups

The €TD~Z Dashbeard Cancer Genomics Portal provides visualization,
download of lsrge-scale cancer genomics data sets.
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integrated portal for cancer genomics analyses
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CTD? Dashboard leverages capabilities of participating groups
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relational schema and vocabularies for cancer cell mutations
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What does LINCS have to do with CTD??
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The Cancer Target Discovery and Development (CTD?)

has constituted a data working group has constituted a data working group
to discuss formats, metadata, to discuss formats, metadata,
contexts, and data-release contexts, and data-release
policies for sharing policies for sharing

LINCS and CTD? data working data working groups can work
together and learn from each other
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