Geometrical Method to Identify Significant Genes
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Detecting and Fixing Anomalies with the L1000 Data
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Differentially Expressed genes, Characteristic Missing—value correction,
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Meta-Signature Analysis Identified New
Sub-types of Breast Cancer Patients
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LCB: LINCS Canvas Browser
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Network2Canvas and HMS Drug/Cell-line Browser
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Enrichr: Interactive and collaborative
HTML5 gene list enrichment analysis tool
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